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16. Camacho-Mejorado R., Gómez R., Torres-Sánchez LE., Hernández-Tobías EA., Noris G., 
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Ríos MA., Majluf-Cruz A.  ALOX5, LPA, MMP9 and TPO gene polymorphisms increase 
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Saldaña-Alvarez Y., Mirzaeicheshmeh E., Rojas-Martínez MR., Orozco L. Metabolic syndrome 
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Nicolini H., Dell'Osso B. How to manage obsessive-compulsive disorder (OCD) under COVID-
19: A clinician's guide from the  International College of Obsessive Compulsive Spectrum 
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García-Dolores F., López-Armenta M., Flores G., Vázquez-Roque RA., Nicolini H. Exploratory 
analysis of genetic variants influencing molecular traits in cerebral cortex of suicide completers. 
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Buenfil-Rello FA., Peschard V-G.,  Laviada-Nagel A., Silva E., Veloz-Garza RA., Martinez-
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RA. Toward precisión medicine: defining and characterizing adipose tissue dysfunction to 
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Jesús González-Guadarrama M., Sandoval BV., Landa-Solís C., Sánchez-Sánchez R., Suarez-
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Database Production Team; Genome Aggregation Database Consortium, Cook SA, Barton PJR, 
MacArthur DG, Ware JS. Genome Aggregation Database Consortium Carlos A. Aguilar 
Salinas21, Tariq Ahmad22, Christine M. Albert23,24, Diego Ardissino25, Gil Atzmon26,27, John 
Barnard28, Laurent Beaugerie29, Emelia J. Benjamin30,31,32, Michael Boehnke33, Lori L. 
Bonnycastle34, Erwin P. Bottinger35, Donald W. Bowden36,37,38, Matthew J. Bown39,40, John 
C. Chambers41,42,43, Juliana C. Chan44, Daniel Chasman23,45, Judy Cho35, Mina K. 
Chung46, Bruce Cohen45,47, Adolfo Correa48, Dana Dabelea49, Mark J. Daly3,4,18, Dawood 
Darbar50, Ravindranath Duggirala51, Josée Dupuis52,53, Patrick T. Ellinor3,54, Roberto 
Elosua55,56,57, Jeanette Erdmann58,59,60, Tõnu Esko3,61, Martti Färkkilä62, Jose Florez63, 
Andre Franke64, Gad Getz45,65,66, Benjamin Glaser67, Stephen J. Glatt68, David 
Goldstein69,70, Clicerio Gonzalez71, Leif Groop72,73, Christopher Haiman74, Craig Hanis75, 
Matthew Harms76,77, Mikko Hiltunen78, Matti M. Holi79, Christina M. Hultman80,81, Mikko 
Kallela82, Jaakko Kaprio73,83, Sekar Kathiresan45,84,85, Bong-Jo Kim86, Young Jin Kim86, 
George Kirov87, Jaspal Kooner42,43,88, Seppo Koskinen89, Harlan M. Krumholz90, Subra 
Kugathasan91, Soo Heon Kwak92, Markku Laakso93,94, Terho Lehtimäki95, Ruth J.F. 
Loos35,96, Steven A. Lubitz3,56, Ronald C.W. Ma44,97,98, Jaume Marrugat58,99, Kari M. 
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